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Amino acid sequence composition correspondent to the S-1 region of the a-MHC in rat 
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Fig.. 4A Amino acid sequence alignment of the NH2 terminal sub-domain in myosins II. 
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Fig. 4B Amino acid sequence alignment of the converter domain in myosins II. 
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737 EILAANAIPK G . FMDGKQAC ILMIKALELD PNLYRIGQSK IFFRTGVLAH 
708 YLLAPN.VPR D. AEDSQKAT D.VLKHLNID PEQYRFGITK IFFRAGQLAR 



Scallop 721 SILAPNAIPQ G.FVDGKTVS EKILAGLQMD PAEYRLGTTK VFFKAGVLGN 
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Fig. 4C \mino acid sequence alignment of the sub-domain comprising the G342S 
mutation in myosins II. 



# 



Ch Sk 340 


I 


L 


G 


F 


s 


A 

n 


n 


Hi 


z, 


T 
1 


Ch Sm 341 


T 
X 


M 


ri 


c- 
r 


T 
1 


Cj 


ill 


Cj 


Q 


m 

I 


Dicty 234 


T 

X 


V 


c 


r 


q 


r\ 

y 


£j 


Cj 


Q 


iXl 




T 7 
V 


T 

L 


G 


F 


T 


A 


E 


E 


K 


A 


riouse cx 


V 


L 


S 


F 


T 


A 


E 


E 


K 


N 


Human a 


V 


L 


G 


F 


T 


S 


E 


E 


K 


N 


Rat fi 


V 


L 


G 


F 


T 


P 


E 


E 


K 


N 


Pig 15 


v 


L 


G 


F 


T 

X 


Q 
o 


Hi 


Cj 


i<r 
i\ 


M 
In 


Human fi 


V 


L 


G 


F 


T 


s 


E 


E 


K 


N 


Human Emb 


I 


L 


G 


F 


T 


P 


E 


E 


K 


S 


Rat Emb 


I 


L 


G 


F 


T 


p 


E 


E 


K 


S 


Ch Emb 


I 


L 


G 


F 


T 


p 


D 


E 


K 


T 


Human Per 


i 


L 


G 


F 


T 


p 


E 


E 


K 


V 


Human IIA 






















Human I IX 






















Human I IB 






















Hamster 


V 


L 


G 


F 


T 


A 


E 


E 


K 


A 


Drosoph 






















CellA 


I 


M 


G 


F 


E 


D 


N 


E 


T 


M 


RnCaB 


V 


L 


G 


F 


T 


P 


E 


E 


K 


N 


MaCaB 


V 


L 


G 


F 


T 


S 


E 


E 


K 


N 


Ai II 


I 


L 


G 


F 


T 


P 


E 


E 


K 


S 


'Dm II 


I 


L 


G 


F 


T 


K 


Q 


E 


K 


E 


Ch Smll 


I 


M 


G 


F 


S 


E 


E 


E 


Q 


L 


Oc Smll 


I 


M 


G 


F 


S 


E 


E 


E 


Q 


L 


Ch nmll 


I 


M 


G 


I 


P 


D 


E 


E 


Q 


I 


Human nmllA 


I 


M 


G 


I 


P 


E 


E 


E 


Q 


M 


Rat nmll 


I 


M 


G 


I 


P 


D 


E 


E 


Q 


I 


Human nmllB 


I 


M 


G 


F 


S 


H 


E 


E 


I 


L 


XI nmll 


I 


M 


G 


F 


S 


H 


E 


E 


I 


L 


Dm nmll 


I 


M 


G 


M 


T 


S 


E 


D 


F 


N 


Sc Myol(IIA) 


I 


I 


G 


F 


S 


K 


D 


Q 


I 


R 



MW675773J.DOC 



054030-0045 




0.00 0.05 0.10 0.15 0.20 

Fi s- 5A Time (s) 




054030-0045 



( 





0.000 0.005 0.010 0.015 0.020 



Fig- 5d Time 

BEST AVAILABLE COPY 



054030-Q045 




lift AVAILABLE COPY 



054030-0045 




BEST AVAILABLE COPY 



